
This workshop will teach theoretical and practical skills to 
rapidly identify, annotate and analyze secondary metabolite 
biosynthetic gene clusters in bacterial and fungal genomes.
The workshop will include theoretical introductions but will 
mostly focus on hands-on exercises with bioinformatics tools  

The participants are welcome to bring their own sequence 
data, wich can then be analyzed during the workshop.

Genome-Mining For Natural Products
4th INTERNATIONAL WORKSHOP FOR EARLY CAREER RESEARCHERS
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Kai Blin, DTU Biosustain
Philippe Jacques, University of Liège
Valérie Leclère, University of Lille
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such as Norine, BiG-SCAPE, BiG-FAM, antiSMASH or the 
antiSMASH database.

Application process is now open. 
Visit the website below and apply

www.iimena.org/workshop-2022

registration deadline:
 15 of april 2022

Participants from academic 
organization: 100 € 

Participants from companies 
and Industries: 300 €

DATE:

1-3 June 

2022

The workshop will take place at DTU 
Building 101, Anker Engelunds Vej 1, 
2800 Kongens Lyngby, Denmark. 
Workshop starts: 09:00 on June 1st
Workshop ends: 14:00 on June 3rd 

The workshop will be held in English.
Participants must bring their own 
laptop. 

https://bioinfo.lifl.fr/norine/
https://bigscape-corason.secondarymetabolites.org/index.html
https://bigfam.bioinformatics.nl/home
https://antismash.secondarymetabolites.org/#!/start
https://antismash-db.secondarymetabolites.org/#/start
http://iimena.org/workshop-2022-2/

